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14 

15 <151> 



<110> APPLICANT: HEINEGARD, DICK 
LORENZO, PILAR 

<120> TITLE OF INVENTION: CARTILAGE INTERMEDIATE LAYER PROTEIN AND NUCLEIC ACIDS 
THEREFOR 

<130> FILE REFERENCE: 02386.0046 SEQUENCE LISTING 

11 <140> CURRENT APPLICATION NUMBER: 09/609,383 

12 <141> CURRENT FILING DATE: 2000-07-03 
<150> PRIOR APPLICATION NUMBER: 60/142,054 

PRIOR FILING DATE: 1999-07-02 
17 <160> NUMBER OF SEQ ID NOS : 22 
19 <170> SOFTWARE: Patentin Ver . 2.1 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 4175 

23 <212> TYPE:' DNA 

24 <213> ORGANISM: Homo sapiens 

26 <400> SEQUENCE: 1 

27 tgaggagtcc tgctcaagac acggtcactg gatctgagaa acttcccagg ggaccgcatt 60 

28 ccagagtcag tgactctgtg aagcacccac atctacctct tgccacgttc ccacgggctt 120 

29 gggggaaaga tggtggggac d'aaggcctgg gtgttctcct tcctggtcct ggaagtcaca 180 

30 tctgtgttgg ggagacagac gatgctcacc cagtcagtaa gaagagtcca gcctgggaag 240 

31 aagaacccca gcatctttgc caagcctgcc gacaccctgg agagccctgg tgagtggaca 300 

32 acattgttca acatcgacta cccaggcggg aagggcgact atgagcggct ggacgccatt 360 

33 cgcttctact atggggaccg tgtatgtgcc cgtcccctgc ggctagaggc tcggaccact 420 

34 gactggacac ctgcgggcag cactggccag gtggtccatg gtagtccccg tgagggtttc 480 
3 5 tggtgcctca acagggagca gcggcctggc cagaactgct ctaattacac cgtacgcttc 540 

36 ctctgcccac caggatccct gcgccgagac acagagcgca tctggagccc atggtctccc 600 

37 tggagcaagt gctcagctgc ctgtggtcag actggggtcc agactcgcac acgcatttgc 660 

38 ttggcagaga tggtgtcgct gtgcagtgag gccagcgaag agggtcagca ctgcatgggc 720 

3 9 caggactgta cagcctgtga cctgacctgc ccaatgggcc aggtgaatgc tgactgtgat 780 

40 gcctgcatgt gccaggactt catgcttcat ggggctgtct cccttcccgg aggtgcccca 840 

41 gcctcagggg ctgctatcta cctcctgacc aagacgccga agctgctgac ccagacagac 900 

42 agtgatggga gattccgaat ccctggcttg tgccctgatg gcaaaagcat cctgaagatc 960 

4 3 acaaaggtca agtttgcccc cattgtactc acaatgccca agactagcct gaaggcagcc 1020 
44 accatcaagg cagagtttgt gagggcagag actccataca tggtgatgaa ccctgagaca 1080 
4 5 aaagcacgga gagctgggca gagcgtgtct ctgtgctgta aggccacagg gaagcccagg 1140 
4 6 ccagacaagt atttttggta tcataatgac acattgctgg atccttccct ctacaagcat 1200 

47 gagagcaagc tggtgctgag gaaactgcag cagcaccagg ctggggagta cttttgcaag 1260 

48 gcccagagtg atgctggggc tgtgaagtcc aaggttgccc agctgattgt cacagcatct 1320 

49 gatgagactc cttgcaaccc agttcctgag agctatctta tccggctgcc ccatgattgc 1380 

50 tttcagaatg ccaccaactc cttctactat gacgtgggac gctgccctgt taagacttgt 1440 

51 gcagggcagc aggataatgg gatcaggtgc cgtgatgctg tgcagaactg ctgtggcatc 1500 

52 tccaagacag aggaaaggga gatccagtgc agtggctaca cgctacccac caaggtggcc 1560 

53 aaggagtgca gctgccagcg gtgtacggaa actcggagca tcgtgcgggg ccgtgtcagt 1620 

54 gctgctgaca atggggagcc catgcgcttt ggccatgtgt acatggggaa cagccgtgta 1680 

55 agcatgactg gctacaaggg cactttcacc ctccatgtcc cccaggacac tgagaggctg 1740 

56 gtgctcacat ttgtggacag gctgcagaag tttgtcaaca ccaccaaagt gctacctttc 1800 

57 aacaagaagg ggagtgccgt gttccatgaa atcaagatgc ttcgtcggaa agagcccatc 1860 



RECEIVED 

MAR 2 9 2001 



file://C:\CRF3\Outhold\VsrI609383.htm 



3/21/01 



Page 2 of 7 



RAW SEQUENCE LISTING DATE: 03/21/2001 

PATENT APPLICATION: US/09/609,383 TIME: 14:47:51 

Input Set : A:\6803000I.app 

Output Set: N:\CRF3\03212001\l609383.raw 

58 actttggaag ccatggagac caacatcatc cccctggggg aagtggttgg tgaagacccc 1920 

59 atggctgaac tggagattcc atccaggagt ttctacaggc agaatgggga gccctacata 1980 

60 ggaaaagtga aggccagtgt gaccttcctg gatccccgga atatttccac agccacagct 2040 

61 gcccagactg acctgaactt catcaatgac gaaggagaca ctttccccct tcggacgtat 2100 

62 ggcatgttct ctgtggactt cagagatgag gtcacctcag agccacttaa tgctggcaaa 2160 

63 gtgaaggtcc accttgactc gacccaggtc aagatgccag agcacatatc cacagtgaaa 2220 

64 ctctggtcac tcaatccaga cacagggctg tgggaggagg aaggtgattt caaatttgaa 2280 

65 aatcaaagga ggaacaaaag agaagacaga accttcctgg tgggcaacct ggagattcgt 2340 

66 gagaggaggc tctttaacct ggatgttcct gaaagcaggc ggtgctttgt taaggtgagg 2400 

67 gcctaccgga gtgagaggtt cttgcctagt gagcagatcc agggggttgt gatctccgtg 2460 

68 attaacctgg agcctagaac tggcttcttg tccaacccta gggcctgggg ccgctttgac 2520 

69 agtgtcatca caggccccaa cggggcctgt gtgcctgcct tctgtgatga ccagtcccct 2580 

70 gatgcctact ctgcctatgt cttggcaagc ctggctgggg aggaactgca agcagtggag 2640 

71 tcttctccta aattcaaccc aaatgcaatt ggcgtccctc agccctatct caacaagctc 2700 

72 aactaccgtc ggacggacca tgaggatcca cgggttaaaa agacagcttt ccagattagc 2760 

73 atggccaagc caaggcccaa ctcagctgag gagagcaatg ggcccatcta tgcctttgag 2820 

74 aacctccggg catgtgaaga ggcaccaccc agtgcagccc acttccggtt ctaccagatt 2880 

75 gagggggatc gatatgacta caacacagtc cccttcaacg aagatgaccc tatgagctgg 2940 

76 actgaagact atctggcatg gtggccaaag ccgatggaat tcagggcctg ctatatcaag 3000 

77 gtgaagattg tggggccact ggaagtgaat gtgcgatcec gcaacatggg gggcactcat 3060 

78 cggcggacag tggggaagct gtatggaatc cgagatgtga ggagcactcg ggacagggac 3120 
7 9 cagcccaatg tctcagctgc ctgtctggag ttcaagtgca gtgggatgct ctatgatcag 3180 

80 gaccgtgtgg accgcaccct ggtgaaggtc atcccccagg gcagctgccg tcgagccagt 3240 

81 gtgaacccca tgctgcatga gtacctggtc aaccacttgc cacttgcagt caacaacgac 3 300 

82 accagtgagt acaccatgct ggcacccttg gacccactgg gccacaacta tggcatctac 3360 

83 actgtcactg accaggaccc tcgcacggcc aaggagatcg cgctcggccg gtgctttgat 3420 

84 ggcacatccg atggctcctc cagaatcatg aagagcaatg tgggagtagc cctcaccttc 3480 

85 aactgtgtag agaggcaagt aggccgccag agtgccttcc agtacctcca aagcacccca 3540 

86 gcccagtccc ctgctgcagg cactgtccaa ggaagagtgc cctcgaggag gcagcagcga 3600 

87 gcgagcaggg gtggccagcg ccagagtgga gtggtggcct ctctgagatt tcctagagtt 3660 

88 gctcaacagc ccctgatcaa ctaagttttg tggtacttca ccctcttctg ccctcatttc 3720 

89 atgtgacagc cattgtgaga ctgatgcaca aactgtcact tggttaattt aagcacttct 3780 

90 gttttcgtga atttgcttgt ttgtttcttc atgcctttac ttactttgtc ccatgctact 3840 

91 gattggcacg tggcccccac aatggcacaa taaagcccct ttgtgaaact gttctttaaa 3900 

92 tgaaacacaa gaaattggcc actggtaaaa ctctgcagct tcaactgtac ttcatttaat 3960 
93' gccattaatg caaatatact tcctcttctt tttgcatggt tttgcccacc tctgcaatag 4 020 

94 tgataatctg atgctgaaga tcaaataacc aatataaagc atatttcttg gccttgctcc 4 080 

95 acaggacata ggcaagcctt gatcatagtt catacatata aatggtggtg aaataaagaa 4140 

96 ataaaacaca atacttttac tggaaaaaaa aaaaa 4175 

99 <210> SEQ ID NO: 2 

100 <211> LENGTH: 1184 
.101 <212> TYPE: PRT 

102 <213> ORGANISM: Homo sapiens 

104 <400> SEQUENCE: 2 

105 Met Val Gly Thr Lys Ala Trp Val Phe Ser Phe Leu Val Leu Glu Val 

106 15 10 15 

108 Thr Ser Val Leu Gly Arg Gin Thr Met Leu Thr Gin Ser Val Arg Arg 

109 20 25 30 

111 Val Gin Pro. Gly Lys Lys Asn Pro Ser lie Phe Ala Lys Pro Ala Asp 
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291 


Thr 


Arg 


Asp 


Arg 


Asp 


Gin 


Pro 


Asn 


Val 


Ser 


Ala 


Ala 


Cys 


Leu 


Glu 


Phe 


292 






995 








1000 








1005 








294 


Lys 


Cys 


Ser 


Gly 


Met 


Leu 


Tyr 


Asp 


Gin 


Asp 


Arg 


Val 


Asp 


Arg 


Thr 


Leu 


295 


1010 








1015 








1020 










297 


Val 


Lys 


Val 


He 


Pro 


Gin 


Gly 


Ser 


Cys 


Arg 


Arg 


Ala 


Ser 


Val 


Asn 


Pro 


298 


1025 






1030 








1035 








1040 


300 


Met 


Leu 


His 


Glu 


Tyr 


Leu 


Val 


Asn 


His 


Leu 


Pro 


Leu 


Ala 


Val 


Asn 


Asn 


301 








1045 








1050 








1055 




303 


Asp 


Thr 


Ser 


Glu 


Tyr 


Thr 


Met 


Leu 


Ala 


Pro 


Leu 


Asp 


Pro 


Leu 


Gly 


His 


304 






1060 








1065 








1070 






306 


Asn 


Tyr Gly 


He 


Tyr 


Thr 


Val 


Thr 


Asp 


Gin 


Asp 


Pro 


Arg 


Thr 


Ala 


Lys 


307 




1075 








1080 








1085 








309 


Glu 


He 


Ala 


Leu 


Gly 


Arg 


Cys 


Phe 


Asp 


Gly 


Thr 


Ser 


Asp 


Gly 


Ser 


Ser 


310 


1090 








1095 








1100 










312 


Arg 


He 


Met 


Lys 


Ser 


Asn 


Val 


Gly 


Val 


Ala 


Leu 


Thr 


Phe 


Asn 


Cys 


Val 


313 


1105 






1110 








1115 








1120 


315 


Glu 


Arg 


Gin 


Val 




Arg 


Gin 


Ser 


Ala 


Phe 


Gin 


Tyr 


Leu 


Gin 


Ser 


Thr 


316 








1125 








1130 








1135 




318 


Pro 


Ala 


Gin 


Ser 


Pro 


Ala 


Ala 


Gly 


Thr 


Val 


Gin 


Gly 


Arg 


Val 


Pro 


Ser 


319 






1140 








1145 








1150 






321 


Arg 


Arg 


Gin 


Gin 


Arg 


Ala 


Ser 


Arg 


Gly 


Gly 


Gin 


Arg 


Gin 


Ser 


Gly 


Val 


322 




1155 








1160 








1165 








324 


Val 


Ala 


Ser 


Leu 


Arg 


Phe 


Pro 


Arg 


Val 


Ala 


Gin 


Gin 


Pro 


Leu 


He 


Asn 


325 


1170 








1175 








1180 










331 


<210> SEQ ID NO 


: 3 
























332 


<211> LENGTH: 18 
























333 


<212> TYPE: 


PRT 


























334 


<213> ORGANISM: 


Homo sapiens 



















Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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393 
421 



M:341 W 

M:341 W 

449 M:341 W 

527 M:341 W 
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(46) 
(46) 
(46) 
(46) 
(46) 
(46) 



"n" or "Xaa" used, 

"n" or "Xaa" used, 

"n" or "Xaa" used, 

'n" or "Xaa" used, 

"n" or "Xaa" used, 

"n" or "Xaa" used, 
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